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Table 22-1 Reduction Potentials of Electron-Transport
Chain Components in Resting Mitochondria

Component €'(V)

NADH —0.315

Complex | (NADH:CoQ oxidoreductase; ~900 kD,
45 subunits):

FMN —0.380
[2Fe-2S]N1a —0.370
[2Fe-2S]N1b —0.250
[4Fe-4SIN3, 4, 5, 6a, 6b, 7 —0.250
[4Fe-4S]N2 —0.150
Succinate 0.031

Complex Il (succinate-CoQ oxidoreductase; ~140 kD,
4 subunits):

FAD —0.040
[2Fe-2S] —0.030
[4Fe-4S] —0.245
[3Fe-4S] —0.060
Heme b, —0.080
Coenzyme Q 0.045

Complex lll (CoQ-cytochrome c oxidoreductase; ~450 kD, 9-
11 subunits):

Heme b, (b,,) 0.030
Heme b (b,,) —0.030
[2Fe-2S] 0.280
Hemec, 0.215
Cytochrome ¢ 0.235
Complex IV (cytochrome ¢ oxidase; ~410 kD, 8-13 subunits):
Hemea 0.210
Cu, 0.245
Cu, 0.340
Hemea, 0.385
(o) 0.815

2

Source: Mainly Wilson, D.F., Erecinska, M., and Dutton, P.L., Annu. Rev.
Biophys. Bioeng. 3, 205 and 208 (1974); and Wilson, D.F., In Bittar, E.E.
(Ed.), Membrane Structure and Function, Vol. 1, p. 160, Wiley (1980).

Table 22-1
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Figure 22-32a
Courtesy of Antony Crofts, University of lllinois at Urbana-Champagne, and Edward Berry, University of California at Berkeley. PDBid 3BCC.
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Figure 22-32b
Courtesy of Antony Crofts, University of lllinois at Urbana-Champagne, and Edward Berry, University of California at Berkeley. PDBid 3BCC.
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Figure 22-36 part 1

(a) From Parsons,D.F., Science 140, 985 (1963). Copyright © 1963 American Association for the Advancement of Science. Used by permission. (b) Courtesy of Peter
Hinkle, Cornell University; (c) Courtesy of Efraim Racker, Cornell University
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Figure 22-37
Courtesy of John Rubinstein, University of Toronto, Canada, and John Walker and Richard Henderson,
MRC Laboratory of Molecular Biology, Cambridge, U.K.
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Figure 22-38b
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Figure 22-38c¢
From Abrahams, J.P, Leslie, A.G.W., Lutter, R., and Walker, J.E., Nature 370, 621 (1994). PDBid 1BMF.
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Figure 22-45
Courtesy of Richard Cross, State University of New York, Syracuse, New York
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